Abstract: Patterns of selection acting on immune defence genes have recently been the focus of considerable interest. Yet, when it comes to vertebrates, studies have mainly focused on the acquired branch of the immune system. Consequently, the direction and strength of selection acting on genes of the vertebrate innate immune defence remain poorly understood. Here, we present a molecular analysis of selection on an important receptor of the innate immune system of vertebrates, the Toll-like receptor 2 (TLR2), across 17 rodent species. Although purifying selection was the prevalent evolutionary force acting on most parts of the rodent TLR2, we found that codons in close proximity to pathogen-binding and TLR2-TLR1 heterodimerization sites have been subject to positive selection. This indicates that parasite-mediated selection is not restricted to acquired immune system genes like the major histocompatibility complex, but also affects innate defence genes. To obtain a comprehensive understanding of evolutionary processes in host-parasite systems, both innate and acquired immunity thus need to be considered. 
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Introduction

34
The strength and direction of parasite-mediated selection acting on hosts can vary in across Drosophila species revealed that pathogen recognition genes, rather than 47 immune signalling or effector genes, are the primary targets of parasite-mediated 48 selection (Sackton et al., 2007) . However, when it comes to vertebrates, it is still 49 largely unclear which types of host defence genes are subject to positive selection 50 from parasites (Tiffin & Moeller, 2006) .
51
The vertebrate immune system consists of two parts, the innate and acquired 52 immune defence. The innate branch of the immune system is ancient and has 53 homologous components in both invertebrates and plants (Beutler, 2004) . It provides 54 a fast but generally non-specific defence against parasites. The acquired immune 55 system, on the other hand, is characterized by high specificity and memory, and 56 occurs exclusively in vertebrates (Cooper & Alder, 2006 Arvicolinae. Additional internal primers were used for sequencing.
147
The PCR protocol included an initial denaturation step at 94 °C for 5 minutes, highly conserved across taxa, we never observed a mismatch between overlapping 161 amplicons and there was no indication that we amplified more than one locus. Sequences were submitted to NCBI GenBank (see Table 1 for accession numbers). 
Results
220
The sliding window analysis of the ratio K A / K S along the entire TLR2 coding region 221 produced a strong peak in LRRs 10 -11. This signal of positive selection was 222 repeatable across Murinae, Myodini and Arvicolini (Fig. 1) Table   245 3). However, when comparing models that estimate ω with a beta distribution the 
